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CURRENT SITUATION IN WALLONIA

–Gaps of 4 months between evaluations

–~9,000 genotyped animals

– 20% expected increase each year
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MAIN QUESTIONS

– How can we provide GEBV often to help breeders in early
decisions?

– How can we stabilize GEBV when the reference population is

constantly moving?

– Interim method through indirect predictions
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INTERIM GENOMICALLY ENHANCED 

BREEDING VALUES

1. GEBV partition: mean, polygenic (a) and genomic

terms (DGV) ->

2. SNP effect from DGV

3. GEBV prediction for young animals by combining

the mean, polygenic and genomic (from SNPs) terms

ˆ ˆˆ   u m a DGV
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GEBV PARTITION
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SNP EFFECTS FROM DGV
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GEBV PREDICTION FOR YOUNG 
ANIMALS
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GEBV 
validation
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TRAITS PUBLISHED APPROXIMATED
RELATIVE 

DIFFERENCE (%)
CORRELATION

Milk yield 439.00±432.69 440.44±423.36 0.27 0.99

Fat yield 16.91±16.52 16.95±16.23 0.23 0.99

Fat percentage -0.01±0.19 -0.01±0.19 0.00 0.99

Protein yield 13.20±14.11 13.27±13.78 0.44 0.99

Protein 
percentage

-0.02±0.10 -0.02±0.10 0.00 0.99

Somatic cell 
score

103.18±11.77 102.79±11.61 3.90 0.99

Longevity 105.03±9.50 104.71±9.49 3.20 0.99

Direct calving 
ease

100.05±8.29 99.99±8.22 0.60 0.99

Maternal 
calving ease

102.25±10.45 102.28±10.33 0.30 0.99

REESTIMATION RESULTS
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TRAITS PUBLISHED APPROXIMATED
RELATIVE 

DIFFERENCE (%)
CORRELATION

Milk yield 593.20±311.16 595.52±301.71 0.43 0.92

Fat yield 26.10±13.00 26.60±12.88 2.82 0.93

Fat percentage 0.03±0.14 0.04±0.13 0.05 0.93

Protein yield 19.98±10.65 20.27±10.08 1.81 0.93

Protein 
percentage

-0.01±0.09 -0.01±0.07 0.01 0.94

Somatic cell 
score

109.52±8.56 109.84±8.59 3.20 0.91

Longevity 113.81±5.97 114.22±5.88 4.10 0.91

Direct calving 
ease

103.18±6.32 102.66±6.23 5.20 0.94

Maternal calving 
ease

110.20±8.14 110.79±7.82 5.90 0.94

VALIDATION RESULTS
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1. Develop a core, high quality, “stable” reference population

2. Generate high quality SNP effects to estimate DGV

3. Generate appropriate GEBV for non-reference population animals

4. Efforts to generate REL based on the approach promoted by

INTERBULL

NEXT STEPS
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